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Vienna, 20.05.2021

Dear Colleague,

The distribution of samples for round 14 of the external quality assessment scheme Blood
coagulation + coagulation factors was started on 26.04.2021. The return deadline was 15.05.2021.
Statistical analysis and evaluation of results were performed on 20.05.2021.

The following samples were circulated:

Sample option Name Manufacturer
A Kontrollplasma P Siemens
B Kontrollplasma N Siemens

Explanatory notes on the table columns
Sample respective sample

AnzE number of reported results

Metric results
Collective collective of methods to which your results were assigned

* collective not evaluated (either because the number of results in the collective is less than 6 or the number of
results within the acceptance limits is less than 5); results are given for informative purposes only

Target value target value assigned to the sample in this round [method used to determine the target value]:

[a] Reference value
[b] Consensus value

%-Dev acceptable deviation from target value in %
ALimits acceptance interval
Inside number and proportion of results that lie within the acceptance interval
Outside number and proportion of results that lie outside the acceptance interval
MV mean
Median median
SD Standard deviation
Cv coefficient of variation
Nominal results
Result results reported by participants
Reference the result(s) assigned to the sample in the respective round [method used to determine the reference]:

[a] Reference value
[b] Consensus value

Proportion Number and proportion of results that correspond to the reference(s)

The following results were obtained:
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Thromboplastin time (quick) %
Split: Methode

0=
Collective Sample | AnzE | Target A/bow limits correct | outliers MW | Median SD | CV%
“all A 245 37[5 20| [30.3..455] (912%“; 29%) | 379| 380 41| 109
B 246 93&)1] 20| [745.1117] (92302) 146%) | 931| 90| 65| 697
kkk k% 46'6 * % 1 0, * % * * *
Cube-S/ A 1] G| 2| B73.558 | oo | 0% | 66| e8| - :
115.8 . \ 1 ) \ . .
B 1] Ve | 20| 26.1300r | oo | 0% | 158t | 1158 | - :
Innovin-Multi- 33.8 31
e A st 5| 2| eredos| 0| 00| 8| 30| 15| 44
919 31
B 31| 5| 2| me.na| | 00| s1e| so| 32| 4
. 3.0 1 .
Innovin/recomb. A 13 [b] 20 [28.0...41.9] (85%) 2 (15%) 35.0 35.0 1.6 4.70
B 13 93[53]’ 20 | [746..112.0] (8501)1) 2(15%) | 933 | 928 | 51| 545
Neoplastine A 0 B4 20| [@07.461] 001 0% | 384| 380| 23| 611
b] 148111 (q00%) : : 3] 6
%.0 10
B 0| 5| 2| maatnel| )| 0% | wo| w0| 72| 775
321 7 :
PT Rec/human A 7| Bl 2| wesrsss| | 00w | 21| sm2| 16| it
B 7 95[53]’ 2| [oe2.4144)| 00%7) 00% | 93| 93| 33| 343
oS 29 2 .
creen/human A 5| Y| 2| measts| g0t tew| 49| 426 20| 67
887 25
B 5| 0| 2| ms.106a| 00| 00| 87| s2| 70| 79
— 625 : } 2 e ; 100 .
PT-Dimex jr./bovine+ A 2 o] 20 [50.0...75.0] (100%)* 0 (0%) 62.5 62.5* | 12.2* | 19.53
99.0 . ) 2 , ) - ,
B 2| oy | 2| me2.1188r | o f| 0wy | w0 | 900 | 355 | 3588
ReadPlacT] 389 % .
eadPlasTinfrecomb. | A 26| | 2| Brden| 00| 00| 89| ;0| 16| 408
B 2 98[b1] 2| pes.mn| 0053 0% | 91| 90| 32| 32
RecombiPlasTin 37.9 15
e A | il 2| Bo3.dsal| g0 | 1% | sre| 0| 25| 6ss
B 16 96[;; 2| pri.sn| o 401/05) 1(6%) | 94| 956| 58| 604
STARTATO A 9 33[;; 2| et 00%% 00% | 334| 330| 21| 624
B 9 91[5? 2| pes.ng| 00%‘; 00%) | 919 | 930 104 | 1134
STA- 375 28
Neopa A 28| M| | Bo0dsn| 0| 00| 5| 76| 14| 361
B 28 96[5% 2| pes.iiszl| |, 0053 00% | 90| 95| 31| 321
kkkkk 70'6 * * 1 0, * * * * *
Smart 700/ A 1] Top | 2| 1985847 | gt | 0% | T067| T08°| - :
B 1 14[05]9 20° | (112015000 | (1000, )1 0(0%) | 1400 | 1400* | *
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kkkkk 130'1 * % 1 * * * * *
Smart 700/340/ B 1 b 20* | [104.1...150.0] (100%)* 0 (0%)* | 130.1 130.1 - -
Technoclot PT Owren A 13 38[;; 20 [30.8...46.2] (85"1/01) 2(15%) | 385 38.0 70 | 1831
84.0 1 0
B 13 b] 20 [67.2...100.8] (85%) 2(15%) | 84.0 812 | 126 | 15.06
39.3 60 0
Thromborel S A 63 b] 20 [31.5..47.2) (95%) 3 (5%) 39.3 395 3.9 9.82
91.5 58 q
B 63 b] 20 [73.2...109.9] (92%) 5 (8%) 91.5 91.6 7.7 8.44
S-Curves of all samples
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$ ?:2\ R & \?ﬁ & o S N e <5 &
A N A & <K@ @ 3 R
collective
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collective
reading ¢ mean & SD = - mean of all collectives (Q-Hampel)
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Youden-Plots of all sample pairs
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m
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C
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(0]
= 0
20 40 60 80 100
reading sample A [%]
Cube-S/***** B Innovin-Multi-Kal./recomb. Innovin/recomb.
Neoplastine PT Rec/human ® PT Screen/human PT-Dimex jr./bovine+
ReadiPlasTin/recomb. ¢ RecombiPlasTin 2G/recomb. A STA HEPATO-PREST
® STA-NeoPTimal/rabbit Smart 700/***** ¥V Technoclot PT Owren
Thromborel S A *alle*
INR
Split: Methode
Collective Sample | AnzE | Target | %-Abw limits correct outliers MW | Median | SD | CV%
sl A 249 | 1921b] 20 | [153..2.30] (92307) 12(5%) | 192 | 190 | 0.16 | 859
B 247 | 105[b] 20 | [0.84..1.26] (972;’3 8(3%) | 105 | 104 | 005 | 500
bovine A 6 | 1.45[b] 20 | [1.16..1.74] (100%6; 0(0%) | 145 1.39 | 017 | 11.48
6| 0.88[b] 20 | [0.71..1.06] | 5(83%) 1(17%) | 0.88 0.87 | 0.11 | 1247
human A o7 | 1.901b] 20 | [152..2.28] (9733 33%) | 190 | 191 | 016 | 837
B 9 | 1.07[b] 20 | [0.86...1.29] (9733 3(3%) | 1.07 1.07 | 0.07 | 6.36
rabbit A 57 | 1.99[b] 20 | [1.59..2.39] (95;3 3(5%) | 1.99 205 | 018 | 891
57
B 57 | 1.04b] 20 | [0.83...1.25] (100%) 0(0%) | 1.04 1.04 | 0.04 | 3.87
recombinant A 89 | 1.89b] 20 | [151..2.27] (9733 3(3%) | 189 | 1.88 | 008 | 444
B 88 | 1.03[b] 20 | [0.82...1.23] (97305) 3(3%) | 1.03 1.03 | 0.04 | 3.58
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sample A

sample B

reading sample B
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S-Curves of all samples
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recombinant rabbit
collective
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Youden-Plots of all sample pairs
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Partielle Thromboplastinzeit (aPTT) sec
Split: Methode

Collective Sample | AnzE | Target | %-Abw limits correct outliers MW | Median | SD | CV%

*all* A 222 63 [b] 20 [51...76] ( 43;3 126 (57%) | 63 56 | 15| 23.22
213

B 223 29 [b] 20 [23...34] (96%) 10 (4%) | 29 29 3| 1225

Actin FS A 54 48 [b] 20 [38...57] (96022) 2(4%) | 48 46| 4| 819
54

B 55 24 [b] 20 [20...29] (98%) 1(2%) | 24 24| 1| 384
. 13

Actin andere A 13 71[b] 20 57851 | (10000) 0(0%) | 71 M| 5| 741
12

B 13 24 [b] 20 [19...29] (92%) 1(8%) | 24 241 1| 354

Dapttin A 3| 82 20| [66-991 | 4009, )3* 0(0%)* | 82* 76* | 15* | 18.14*

B 3 29 [b]* 20* [23...35])* (100% )‘E 0(0%)* | 29* 29* | 0* | 0.00*

Pathromtin SL A 3| ol 20| [73..109] (91%2) 39%) | o 2| 6| 614
32

B 35 32[b] 20 [26...38] (91%) 3(9%) | 32 2 1| 429
STA 21

CEPHASCREEN A 21 53 [b] 20 [42...63] (100%) 0(0%) | 53 53| 2| 373
21

B 21 29 b] 20 123341 | 100%) 0(0%) | 29 29 1] 3.02

STA PTT Automate A 20 69 [b] 20 [55...83] “ 00°2Ag 0(0%) | 69 70 3| 383
20

B 20 32[b] 20 [25...38] (100%) 0(0%) | 32 2 1| 422

SynthASIL A 42 52 [b] 20 [42...63] (98:}01) 1(2%) | 52 53| 4| 733
41

B 42 29 [b] 20 23341 | (ggy) 1(2%) | 29 29| 1| 338
33

aPTT A 34 84 [b] 20| 67101 | g0 1(3%) | 84 85| 4| 450
34

B 34 31[b] 20 [25...38] (100%) 0(0%) | 31 32| 1| 466
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S-Curves of all samples
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Thrombinzeit sec
Split: Methode

Collective Sample | AnzE | Target | %-Abw limits correct outliers MW | Median | SD | CV%
- 92 .
all A 99 24 [b] 20 [19...29] (93%) 7(7%) | 24 24| 3| 1332
95
B 98 19 [b] 20 [15...22] (97%) 3(3%) | 19 19 2| 832
IL A 25 25b] 20 [20...30] o 1(4%) | 25 25| 2| 732
(96%) '
24
B 25 19 [b] 20 [15...23] (96%) 1(4%) | 19 19| 2| 805
Siemens andere A 37 24 [b] 20 [19...29] (97038 1(3%) 24 24 1 5.90
37
B 37 19 [b] 20 [15...23] (100%) 0(0%) | 19 19| 1] 540
21
Stago A 21 20 [b] 20 [16...24] (100%) 0(0%) | 20 20| 1| 359
20
B 20 17 [b] 20 14210 | 100%) 0(0%) | 17 17| 1| 468
Thr<1,0/BC- 13
Thrombin A 15 27 [b] 20 22.33] | (g79y) 2(13%) | 27 28| 3| 1187
13
B 15 19 [b] 20 [15...22] (87%) 2(13%) | 19 19| 2| 828
Thr < % * % 1 0/ \* * * * *
1,0/hromboclotin 3 e R R B )
B 1] 15[ 20| (12981 | 009, )1 0(0%)* | 15* 15+ | - R

Report Page 9 of 30



‘ GQUASTA

a

sample A [sec]

sample B [sec]

reading sample B [sec]
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S-Curves of all samples

" -
L 2
Thr < Stago Siemens andere IL
1,0/Thromboclotin
collective
reading ¢ mean & SD — - mean of all collectives (Q-Hampel)

L 4
Thr < Stago Thr < 1,0/BC- IL
1,0/Thromboclotin Thrombin
collective
reading & mean & SD — - mean of all collectives (Q-Hampel)
Youden-Plots of all sample pairs
o
' $
' v
v A4 ; ° e
A
12.5 15 17.5 20 22.5 25 27.5
reading sample A [sec]
e IL Siemens andere ¥ Stago Thr < 1,0/BC-Thrombin
A Thr < 1,0/Thromboclotin ® ~alle*
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Fibrinogen mg/di
Split: Reagens

Collective Sample | AnzE | Target | %-Abw limits correct outliers MW | Median | SD | CV%
P 173
all A 192 87 [b] 20 | [69..104] (90%) 19 (10%) | 87 87 | 8| 895
B 192 260 [b] 20 | [208..311] (971% 5(3%) | 260 260 | 19| 7.28
IL A 39 86 [b] 20 | [68..103] (970‘2 1(3%) | 86 87| 6| 741
B 39 | 250 [b] 20 | [200...300] 038 1(3%) | 250 248 | 18 | 727
(97%)
Roche A 31 82 [b] 20 [65...98] (100%1) 0(0%) | 82 82| 7| 851
B 31 257 [b] 20 | [205...308] (100%1) 0(0%) | 257 260 | 16| 6.14
Siemens/D A 62 86 [b] 20 | [69..103] (95055 3(5%) | 86 85| 8| 895
B 62 | 254[0] 20 | [204..305] 50 2(3%) | 254 254 | 16| 6.18
(97%)
Siemens/DB A 24 | 101p] 20| [81..121] (88% 3(12%) | 101 106 | 10 | 10.15
B 24 2711[b] 20 | [217..325] (9202/02) 2(8%) | 271 264 | 23| 855
Stago A 35 87 [b] 20 | [70..105] (97;023 1(3%) | 87 88 | 4| 483
B 35 | 274[0] 20 | [219.329 | 100035 0(0%) | 274 270 | 14| 507
Technoclone A 1 99 [b]* 20" | [79..119])* (100% )1 0(0%)* | 99* 99* - -
B 1 292[b]* 20* | [234...350* (100% )1 0(0%)* | 292* 2928 | -+
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sample A [mg/dl]
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reading sample B [mg/dl]
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S-Curves of all samples
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collective
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- ----FE----- I g e m - -
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Youden-Plots of all sample pairs
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Fibrinogen derived mg/dli
Split: Methode
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Collective Sample | AnzE | Target | %-Abw limits correct outliers MW | Median | SD | CV%
*all* A 4| 1481bJ 20" | [119..178]* | 0(0%)* 4 (100%)* | 148* 153* | 67* | 44.89*
B 4 | 193 [bJ* 20% | [154...231]* (75%)% 1(25%)* | 193* 190* | 24* | 12.29*
Innovin/recomb. A 2| 190 [b)* 20% | [152...228]* (100%)2* 0 (0%)* | 190* 190* | 0* | 0.00*
B 2 190 [b]* 20% | [152...228]* (100%)2* 0 (0%)* | 190* 190 | 0* | 0.00*
RecombiPlasTin " " " 1 o/ \# " . * *
2G/recomb. A 1 98 [b] 20 [78...118] (100%)* 0 (0%) 98 98 - -
B 1 286 [b]* 20" | [229...343]* (100%)1 0 (0%)* | 286* 286" -* -*
Thromborel S-Multi- . 0 o 1 e " " o h
Kal Jhuman A 1 115 [b] 20 [92...138] (100%)* 0(0%)* | 115 115 - -
B 1 185 [b]* 20% | [148...222]* (100%)1 0 (0%)* | 185* 185* -* -*
S-Curves of all samples
200
L 10 — e e e e e
£
<C
% *
E 100 S
(2}
50
RecombiPlasTin 2G/recomb. Thromborel S-Multi-Kal./human Innovin/recomb.
collective
reading ¢ mean & SD = - mean of all collectives (Q-Hampel)
300
*
S 250
£
m
Q0
Q.
200
» A e e e e e e e e = = ===
*
150
Thromborel S-Multi-Kal./human Innovin/recomb. RecombiPlasTin 2G/recomb.

reading

¢ mean & SD

collective

= - mean of all collectives (Q-Hampel)

Report Page 13 of 30




‘ GQUASTA

a

www.oequasta.at

Youden-Plots of all sample pairs

400
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©
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©
@©
o
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reading sample A [mg/dl]
Innovin/recomb. B RecombiPlasTin 2G/recomb.
Thromborel S-Multi-Kal./human *alle®
Antithrombin Il %
Split: Reagens
Collective Sample | AnzE | Target | %-Abw limits correct outliers MW | Median | SD | CV%
*o|* 145
all 150 29 [b] 35 [19...40] (97%) 53%) | 29 30 4 | 12.00
146
150 94 [b] 20 | [75..113] (97%) 4(3%) | 94 94 5| 553
IL 30 26 [b] 85 [17...35] (97028 1(3%) | 26 26 4| 15.09
29
30 99 [b] 20 [79...119] (97%) 1(3%) | 99 98 5| 552
Roche 2| 31 3| [20.42 22 0(0%) | 31 3| 3| o8
(100%) )
22
22 93 [b] 20| F4M | o0 0(0%) | 93 93 | 4| 442
Siemens 68 29[b] 35 [19...40] (97026) 2(3%) | 29 30 3| 10.07
68| 93] 20 | [74.111] (9723 203%) | 93 3| 5| 500
29 0
Stago 29 31 [b] 35 [20...41] (100%) 0(0%) | 31 30 3| 893
29 94 [b] 20 | [76..113] (10033 0(0%) | 94 95 4 399
Technoclone 1 36 [b]* 35 [23..49] (100%)1 0(0%)* | 36 36| - -
1 99 [b]* 20% | [79..119]* (100%)1 0(0%)* | 99 99+ | ¥ -

Report
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S-Curves of all samples
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Factor Il %
Split: Methode
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alle 17 32 [b] 30 [22..42] ( 10001)7) 0 (0%) 32 32 6.31
17 94 [b] 30 [66...122] ( 10001)7) 0 (0%) 94 91 6.41
S-Curves of all samples
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Factor V %
Split: Methode

18 o
alle A 19 27 [0] 30 [19...35] (95%) 1(5%) 27 27 2 8.36
18 0
B 19 94 [b] 30 [66...122] (95%) 1(5%) 94 95 6 6.31
S-Curves of all samples
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Factor VIl %
Split: Methode

18 o
alle A 18 37 [b] 30 [26...48] (100%) 0 (0%) 37 37 4| 11.67
18 )
B 18 94 [b] 30 | 1861281 | (4009, 0(0%) | 94 94 | 11| 1146
S-Curves of all samples
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Factor X %
Split: Methode
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18 o
alle A 18 32 [b] 30 [23..42] (100%) 0 (0%) 32 33 3 9.63
18 0
B 18 92 [b] 30 [65...120] (100%) 0 (0%) 92 91 | 10 | 10.62
S-Curves of all samples
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Factor VIl %
Split: Methode

28 o
alle A 29 30 [b] 30 [21...39] (97%) 1(3%) 30 29 3| 11.56
29 0
B 29 94 [b] 30 [65...122] (100%) 0 (0%) 94 94 7 7.76
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Factor IX %
Split: Methode

alle A 23 31[b] 30 [22..41] (100028 0 (0%) 31 31 3| 12
23 0
B 23 102 [b] 30 [72..133] (100%) 0(0%) | 102 101 | 11 | 1042
S-Curves of all samples
50
T 40
<
K]
Q.
§ Y0 T (Sl ——
20
alle
collective
reading ¢ mean & SD — - mean of all collectives (Q-Hampel)
140
120
&£
® 10 0 mmm=————=- tr— —~——~—f"—~"F"~~~=-
o
IS
3
80
60
alle
collective
reading ¢ mean & SD — - mean of all collectives (Q-Hampel)
Youden-Plots of all sample pairs
150
X 125 °
om [ J
2 ° N ° °
1S e © [ ] ([ ]
g 100 . s o ]
g °
®
o 7% @
50
225 25 27.5 30 32.5 35 37.5 40

reading sample A [%]

® all | “alle*

Report Page 21 of 30



OQUASTA
‘ www.oequasta.at
Y §

Factor Xl %
Split: Methode

19 o
alle A 20 30 [b] 30 [21...39] (95%) 1(5%) 30 30 41 11.69
20 0
B 20 96 [b] 30 [67...125] (100%) 0 (0%) 96 9 | 12 | 12.60
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Factor Xl %
Split: Methode

alle A 19 36 [b] 30 [25...46] (9501)8) 1(5%) 36 35 51 12.81
19 0
B 19 102 [b] 30 [71..133] (100%) 0(0%) | 102 102 | 11 | 10.63
S-Curves of all samples
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Factor Xlll %
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Collective Sample | AnzE | Target | %-Abw limits correct outliers MW | Median | SD | CV%
* * 25
all A 26 28 [b] 30 [19...36] (96%) 1(4%) | 28 27| 3] 1118
26
B 26 78 [b] 30 | [55..102] (100%) 0(0%) | 78 80 | 7| 922
Berichrom/Siemens A 9 28 [b] 30 [19...36] ( 100%% 0(0%) | 28 27| 2| 868
B 9 80 [b] 30 | [56..104] (100%9; 0(0%) | 80 80| 7| 862
Hexamat/MBL A 2 38 [b]* 30 [26...49]* (100% )2* 0(0%)* | 38* 38* | 10* | 26.63*
B 2 81 [b]* 30* | [57...105] (100% )2* 0(0%)* | 81* 81* | 9* | 10.96*
Instr. Lab. A 6 26 [b] 30 [18...34] “ 00%(; 0(0%) | 26 25| 2| 747
B 6 72[b] 30 [50...93] ( 100%6) 0(0%) | 72 M| 3| 383
Siemens/DB A 8 28 [b] 30 [20...36] (100%63 0(0%) | 28 28| 3| 1084
B 8 80 [b] 30 | [56..104] (1000/3 0(0%) | 80 81| 10 | 1287
Technochrom/TC A 1 34 [b]* 30* [24...44]* (100% )1* 0(0%)* | 34* K7 -
B 1 80 [b]* 30 | [56...104]* (100% )1 0(0%)* | 80* 80* | - -+
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sample A [%]
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Category (Collectives)

Thromboplastin time (quick) %

www.oequasta.at

Number | Collective Attribute | Specification
1 Cube-S/***** Method | Cube-S/*****
2 Innovin-Multi-Kal./recomb. Method | Innovin-Multi-Kal./recomb.
3 Innovin/recomb. Method | Innovin/recomb.
Neopl.-Plus/rabbit
. Neoplastine Cl +/rabbit
4 Neoplastine Method | g1 NEOPLASTIN CI +/rabbit
STA NEOPLASTIN R/recomb.
5 PT Rec/human Method | PT Rec/human
6 PT Screen/human Method | PT Screen/human
7 PT-Dimex jr./bovine+ Method | PT-Dimex jr./bovine+
8 ReadiPlasTin/recomb. Method | ReadiPlasTin/recomb.
9 RecombiPlasTin 2G/recomb. | Method | RecombiPlasTin 2G/recomb.
STA HEPATO-PREST / rabbit
10 STA HEPATO-PREST Method | sTA HEPATO-PREST-VBirabbit
STA PTF/rabbit
1 STA-NeoPTimal/rabbit Method | STA-NeoPTimal/rabbit
Technoplastin HIS/rabbit
12 Smart 700/***** Method | Smart 700/*****
13 Smart 700/340/***** Method | Smart 700/340/*****
Technoclot PT Owren autom./rabbit
14 Technoclot PT Owren Method | Technoclot PT Owren man.-KB/rabbit
Technoclot PT Owren man.-P/rabbit
Thromborel S-Multi-Kal./human
15 Thromborel S Method Thromborel S/human
INR
Number | Collective Attribute | Specification
Cube-S/*****
. PT-Dimex jr./bovine+
1 bovine Method Smart 700/*****
Smart 700/340/*****
PT Rec/human
2 human Method | PT Screen/human
Thromborel S-Multi-Kal./human
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Thromborel S/human

rabbit Method

Neopl.-Plus/rabbit

Neoplastine Cl +/rabbit

STA HEPATO-PREST / rabbit

STA HEPATO-PREST-VB/rabbit
STA NEOPLASTIN CI +/rabbit

STA PTF/rabbit
STA-NeoPTimal/rabbit

Technoclot PT Owren autom./rabbit
Technoclot PT Owren man.-KB/rabbit
Technoclot PT Owren man.-P/rabbit
Technoplastin HIS/rabbit

recombinant | Method

Innovin-Multi-Kal./recomb.
Innovin/recomb.
ReadiPlasTin/recomb.
RecombiPlasTin 2G/recomb.
STA NEOPLASTIN R/recomb.

Partielle Thromboplastinzeit (aPTT) sec

Number | Collective Attribute | Specification
1 Actin FS Method | Actin FS
. Actin

2 Actin andere Method Actin FSL

3 Dapttin Method | Dapttin

4 Pathromtin SL Method | Pathromtin SL

5 STA CEPHASCREEN | Method | STA CEPHASCREEN
Cephalin LT
CK PREST
PTT Automate

6 STA PTT Automate Method STA APTT (Ceph.-akt)
STA CK PREST
STA PTT Automate
aPTT SP

7 SynthASIL Method SynthASIL
aPTT MedS

8 aPTT Method aPTT Screen

Thrombinzeit sec

Number

Collective

Attribute | Specification

1

IL

Thr < 2,0/Instr. Lab.
Method | T > 3.0/Instr. Lab.

Siemens andere

Thr < 1,0/Test-Thr. Siemens
Thr < 2,0/Test-Thr. Siemens
Thr > 2,0/Test-Thr. Siemens

Method

Thr < 0,51/Test-Thr. Siemens

Stago

Thr < 1,0/Stago
Thr < 2,0/Stago

Method
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Thr<2,0/TC
4 Thr < 1,0/BC-Thrombin Method | Thr < 1,0/BC-Thrombin
5 Thr < 1,0/Thromboclotin | Method | Thr < 1,0/Thromboclotin
Fibrinogen mg/dl
Number | Collective Attribute | Specification
1 IL Reagent Instr. Lab./Elite
98N | Instr. Lab./TOP
Roche
2 Roche Reagent Roche/BM
3 Siemens/D Reagent | Siemens/D
4 Siemens/DB | Reagent | Siemens/DB
5 Stago Reagent | Stago
6 Technoclone | Reagent | Technoclone
Fibrinogen derived mg/dIl
Number | Collective Attribute | Specification
1 Innovin/recomb. Method | Innovin/recomb.
2 RecombiPlasTin 2G/recomb. Method | RecombiPlasTin 2G/recomb.
3 Thromborel S-Multi-Kal./human | Method | Thromborel S-Multi-Kal./human
Antithrombin Ill %
Number | Collective Attribute | Specification
1 IL Reagent | Instr. Lab./TOP
Roche
2 Roche Reagent Roche/BM
Berichrom/Siemens
3 Siemens Reagent | Innovance/Siemens
Siemens/DB
4 Stago Reagent | Stago
5 Technoclone | Reagent | Technoclone
Factor Il %
Number | Collective | Attribute | Specification
Innovin/recomb.
ReadiPlasTin/recomb.
1 alle Method RecombiPlasTin 2G/recomb.
STA NEOPLASTIN CI +/rabbit
STA NEOPLASTIN R/recomb.
Technoplastin HIS/rabbit
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-
|

| Thromborel S/human

Factor V

%

Number

Collective

Attribute

Specification

alle

Method

Innovin/recomb.
ReadiPlasTin/recomb.
RecombiPlasTin 2G/recomb.
STA NEOPLASTIN CI +/rabbit
STA NEOPLASTIN R/recomb.
Technoplastin HIS/rabbit
Thromborel S/human

Factor VI

1%

Number

Collective

Attribute

Specification

alle

Method

Innovin/recomb.
ReadiPlasTin/recomb.
RecombiPlasTin 2G/recomb.
STA NEOPLASTIN CI +/rabbit
STA NEOPLASTIN R/recomb.
Technoplastin HIS/rabbit
Thromborel S/human

Factor X

%

Number

Collective

Attribute

Specification

alle

Method

Innovin/recomb.
ReadiPlasTin/recomb.
RecombiPlasTin 2G/recomb.
STA NEOPLASTIN CI +/rabbit
STA NEOPLASTIN R/recomb.
Technoplastin HIS/rabbit
Thromborel S/human

Factor VI

1 %

Number

Collective

Attribute

Specification

alle

Method

Actin

Actin FS

Actin FSL
Chrom./Siemens
Chrom.Substr.
Kaolin
Pathromtin SL
SIRON LS

STA CK PREST
SynthASIL

Factor IX

%

Number

Collective

Attribute

Specification

alle

Method

Actin

Actin FS

Actin FSL
Chrom.Substr.
Pathromtin SL
SIRON LS

STA CK PREST
SynthASIL

Factor XI

%

Number

Collective

Attribute

Specification

alle

Method

Actin

Actin FS
Pathromtin SL
SIRON LS

STA CK PREST
SynthASIL
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Factor Xll %

Number | Collective | Attribute | Specification
Actin
Actin FS
Pathromtin SL
1 alle Method | SIRON LS
STA CEPHASCREEN
STA CK PREST
SynthASIL
Factor Xlll %
Number | Collective Attribute | Specification
1 Berichrom/Siemens | Reagent | Berichrom/Siemens
2 Hexamat/MBL Reagent | Hexamat/MBL
3 Instr. Lab. Reagent | Instr. Lab.
4 Siemens/DB Reagent | Siemens/DB
5 Technochrom/TC Reagent | Technochrom/TC
With best regards
Dr. Christoph Buchta, MBA Prim. Univ. Doz. Dr. Alexander Haushofer
Technical Management EQA Scheme Director
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